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Abstract: The development of novel fungicide is important for overcoming the resistance and ensuring
the sustainable development of agricultural production. The knowledge about the mode of action and
the target of the fungicides is of great importance for the design of novel fungicide molecular and the
development of novel fungcides. The slow development in those field will restrict the discovery of
novel fungcide precursor and the development of new fungicide. In this review, the application of target
recognition and proteimic studies in target reconition and identification was elucidated. Firstly, the
application of transcriptomic, proteomics-based research and drug affinity chromatography was
summaried. Secondly, the application of multidisciplinary approaches in molecular target validation was
reviewed. In addtion, the development and molecular design of fungicides of different types with
different targets were also introduced in details, using the precursor of Qo inhibitor-strobilurin A, the
precursor of oomycetes inhibitor-the cinnamic acid, and the precursor of succinic dehydrogenase

inhibitor-the verticillium as examples.
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A Affinity chromatography (positive selection)
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MudPIT analysis

hrEN

Target protein

A CERUZHT/rHLE H; B, DARTS W /r BHLE A C. DARTS 46 B K iAlfE
A. Affinity chromatography; B. DARTS; C. Flow of DARTS
1 DARTS i3 RIE R H S FEMEMELE

Fig. 1 Comparison with affinity chromatography and DARTS?
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Scheme 1 The structural formula of strobilurin A, B and
oudemansin AP
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Fig. 2 Electron transport system in fungal mitochondria!®!
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Scheme 3  Structural formula of carbendazim and boscalid!**
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Table 1 Pyrazoles and thiophenes used as succinate dehydrogenase inhibitors® !
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Common name Structural formula Trade name Development unit Time to market
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